NEB 1233 

1 -1391 -1381 -1371 -1361 -1351 -1341 -1331 -1321 

AGCGGATAAC AATITCACAC AGGAAACAGC TATGACCATS ATTACGCCAA GCTIGGTACC GAGCT CGGAT CCA CTAGTAA 
_pCR2.1 -BamHI- > 



_Lac prcmoter_ 



-1311 -1301 -1291 -1281 -1271 -1261 -1251 -1241 

03GCCGCCAG TGTGCTGGAA TTCGGCTTAC TATAGGGCAC GCGTGGTOGA CG GCCCGGG C TCGTAACTTT AAGAGAAATT 

pCR2 . 1 > -Smal- 

GenameWalker Adaptor > 

cmACOl > 

-1231 -1221 -1211 -1201 -1191 -1181 -1171 -1161 

GGTAAAATTC CTAGAGAGAA TTGTAATTAA TATAGGAGAA TGATTTTAAT TCTAATCTTG TATCCATTTT CGATAAAGTT 
cmACOl Genomic I3S1A > 



AAATAAAGTG TCGTAGACGA CCATCATTCT TAATCCATTT GTACTTATCA AATTTGTATC TGAGATTTAA GTICAAATTC 
cm»C01 Genomic ENA > 



ACACTAAAAC AATCGAAATG TATGCGACAA TCACAATGGA AAATAGGTAT GATGTATTCC ATCAOCTTTC AAGTTCTAAC 
cmACOl Genomic I3MA > 

-991 -981 -971 -961 -951 -941 -931 -921 

CTAGGATAIG TTTTGGAATA TTTGAGATTT ATTAAATTAT TCITTTATCC GTTGACAGTT TATITTTIGT TTAACGATGT 
_cmAC01 Genomic ENA > 



ATGTAAGAAA CGACGAAATA TGTCATTAAA CCAAGATCGC ATACAAATAA GAGCTAGATC CTAAAGATAT ATAAAAGTAT 
cmACOl Genomic ENA > 

-831 -821 -811 -801 -791 -781 -771 -761 

GATCAACAAC GTACAAAACG TTTCTTTTCG ATGATAATTA TCTTAAGAAC TTCAAGGTTA ATTTAGATCT CTTAATTAAA 
aiMOl Genomic ENA > 



AAATTTCATA GATAATGCAT CCGTGAACAA GAAAAAACAT AAAGAACCCA TGGTTGTCCT AATTTTTGTA GTAAATAAGC 
cmACOl Genomic ENA ■ 



GTAGTTCAAG ACACAAGTAA GAATGACGTT ACCACATGTT AATCTAGATT CCAAAACTIG AGCTTGAGAG CACGTTACGA 
cmACOl Genomic DNA > 



Fig. 1A 



AAATAATCTA CGAAAACGAG TAACTCGTCT AAGTTCGTTT TCGTTTATTT GACACGTAAG ATACTCGTAT TGAAAGAAGA 
cmACOl Genomic ENA > 



CGAAAAATGG AAAAAAGTAA AGAAGGTAAG GAGGTGGGTG AGTCCAAAGG AAACATACCA AATTCATGCA AGAACTATGA 
cmACOl Genomic UsSA > 



GATTCAGAAA TTAAGAGAAA AGTGTGGAAA TCATGTAA.CT AAATTTAAAA TACATATAGG TACTATTTTC : 
cmACOl Genomic ENA 



TATTGAAACA AAGAGACCAA GGGGGAATTA GGGTATATGG CATTGGCAGA CATAAAAATA ATAAAGTTAA ATCAAATTGG 
cmACOl Genomic ENA > 



GTCCCAAACT CAGCAAAGAG GAAATTCAGT GTTGAATAAA GCCAATTAGC CAAAGCCAAA GCCAAAGGCA C 
cmACOl Genomic E3SR. 



TICCCACATA CATCCATGAA ATTTCATGGG CCCATTCTTT TTATCATCAC ATTTTTAATA ATTTTATCTT C 
cmACOl Genomic ENA 



: TICTICTTCT TTTTTTAATC AATTTCTTCC CACTITCCAA TCCTAAATAA 

_onAC01 Genomic ENA > 



TATA box 
I 

-31 -21 -11 -1 10 20 30 40 

ATTTCACTAT AAATA CCCCT TCATTATAAC TTGATCCAAC ACAGCCACCA ACCAAAAACA AAACCTTGAT ACCAAAGAGT 
cmACOl Genomic ENA > 

<AcolEroR-a 

50 60 70 80 90 | 

| 

TCTTTTTTCT TTATTTGCAC AAACCAAATC TTGTATCTAC AAAAAGAAAT GGCTGTCTA 
TAG AACATAGATG TlTl'lCTTcc taGqCAGAT 
-BamHI- 

cmACOl Genomic ENA 



Fig. IB 



-1289 -1279 -1269 -1259 -1249 -1239 -1229 -1219 

AGGAAACAGC TATGACCATG ATTACGC CAA GCTTA AGAGA AATTGGTAAA ATTCCTAGAG AGAATTGTAA TTAATATAGG 
Hindlll 

pUC19 

cmACOl Genomic ENA > 

-1209 -1199 -1189 -1179 -1169 -1159 -1149 -1139 

AGAATGATTT TAATTCTAAT GTTGTATCCA TTTTCGATAA AGTTAAATAA AGTGTCGTAG AGGACCATCA TTCTTAATCC 
cmACOl Genomic ENA > 



ATTTGTACTr ATCAAATTIG TATCTGAGAT TTAAGTTCAA ATTCACACTA AAACAATCGA AATGTATGCG ACAATCACAA 
cmACOl Genomic ENA > 

-1049 -1039 -1029 -1019 -1009 -999 -989 -979 

TGGAAAATAC GTATGATGTA TTCCATCACC TTTCAAGTIC TAACCTAGGA TAIGTTTTGG AATATTTGAG ATTTATTAAA 
cmACOl Genomic ENA > 



aTATTCTTTT ATCGGTTGAC AGTTTATTTT TTGTTTAACG ATGTATGTAA GAAACGAGGA AATATGTGAT TAAAGCAAGA 
cmACOl Genomic ENA > 



TCGCATACAA ATAAGAGCTA GATCCTAAAG ATATATAAAA GTATGATCAA CAACGTACAA AACGTTTCTT TTCGATGATA 
cmACOl Genomic ENA > 



ATTATCTTAA GAACTTCAAG GTTAATTTAG ATCTCTTAAT TAAAAAATTT CATAGATAAT GCATCCGTGA ACAAGAAAAA 
cmACOl Genomic ENA > 



ACATAAAGAA CCCATGGTTG TCCTAATTTT TGTAGTAAAT AAGCGTAGTT CAAGACACAA GTAAGAATGA CGTEACCACA 

cmACOl Genomic ENA > 



TGTTAATCTA GATIGGAAAA CTTGAGCTTG AGAGCACGTT ACGAAAATAA TCTACGAAAA CGAGTAAGTC GTCTAAGTTC 

cmACOl Genomic ENA > 



[• ATTTGACACG TAAGATACTC GTATTGAAAG AAGACGAAAA ATGGAAAAAA GTAAAGAAGG TAAGGAGGTG 
cmACOl Genomic ENA > 



Fig. 2A 



GGTGAGTCCA AAGGAAACAT ACCAAATTCA TGCAAGAACT ATGAGATTCA GAAATTAAGA GAAAAGTGTG GAAATCATGT 
, , cmACOl Genomic ENA > 



AACTAAATTT AAAATACATA TAGGTACTAT TITCTTTCCT TTTCTATTGA AASRAAGAGA NNAAGGGGGA ATTAGNGTAT 
crriACOl Genomic DNA > 



ATGGCATTGG CAGACATAAA AATAATAAAG TTAAATCAAA TTGGGTCCCA AACTCACCAA AGAGGAAATT CAGTGTTGAA 
cmACOl Genomic ENA > 



TAAAGCCAAT TAGCCAAAQC CAAAGCCAAA GCCACCTCCT CTCTTTCCCA CATACA1GCA TGAAATTICA TGGGCCCATT 
cmACOl Genomic ENA > 

-169 -159 -149 -139 -129 -119 -109 -99 

Cl'l'l'l'lATCA TCACATTTTT AATAATTTTA TCTTCTTCTT CTTCTIUTTC TICTTCTTCT TCTICTTCTT CTIUITCTIC 
cmACOl Genomic ENA > 



TTCl'l'l'l'l'l'l' AATCAATTTC TTOX^CTTT CCAATCCTAA ATAAATTTCA CTATAAATA C CCCITCATTA TAACTTGATC 
cmACOl Genomic ENA > 

transcriptional start site in Tomato E4 
I 

-9 | 2 12 translational start site 

I* * I 

CAACACACXX: AGGATCC ATT ATTAGAGATT GAGCC ATGG 
BamHl 

_cmAC01 Tom E4 5'UTR 



Fig. 2B 



AGCGGATAAC AATTTCACAC AGGA AACAGC TATGACCATG ATTACGC CAA GCTT GCTACC GAGC TCGGAT (XA CTAGTAA 

Hindlll -BamHI- 
Lac promoter > 



-1589 -1579 -1569 -1559 -1549 -1539 -1529 -1519 

CGGCCGCCAG TCTGCTGGAA. TICGGCTTGT AATACGACTC ACTATAGGGC ACGCCT3CTC CACGGCOCGG GCTGGTAACT 
pCR2.1 > 

GenamaWalker Adaptor > 



AGAAGCTAAA GGACGACGTC AACATAATTA AAATTACTCC AAGATAATTA AAATTAAAAA TATCTTATAT TTTATGGCGT 
MEL7 promoter > 

-1429 -1419 -1409 -1399 -1389 -1379 -1369 -1359 

TACATCTICC TTTTXTICTTC TTCl'l'l'l'l'lC TGCTQCGATT TCTTCCCATC TATTTCTTCT TTTACTCTTA T1T1T1TCTT 
MEL7 promoter > 

-1349 -1339 -1329 -1319 -1309 -1299 -1289 -1279 

TACATTGTTT AGATTTGGGT AACCAAATCT GATTTCTTTC TATCGTCTTT CTICITJTIC TC'l'l'l'l'l'l'l'l' TCCGCTGCGA 
MEL7 promoter > 

-1269 -1259 -1249 -1239 -1229 -1219 -1209 -1199 

TTIUITCCCA TTGTCTATCG T1T1T1CCTC TTTTTTTTTT TACATOGTAA CCAAATCTAA AAGATCGIAT ATAAAGAATC 
MEL7 promoter > 



TTCAAAAAAA AAAATTGTTT AGATTGGAGT AGCCAAATTT AAACAATCGC GTAAAAAAAA TAAACGATCG TAGACAAATC 
MEL7 promoter > 



TAAACGATCG TGCACAAAAA GATTTAAAAA AATCGTTTAG TCAAATCTAA ACAATTGTAT AACCAAATTA AACGATAGAA 
MEL7 promoter > 



TTGAAATAAT AAATCGGTTA GATTTGGCTA TCCMATTTA AATGACCAAA TCTAAACGAT CGTATACCAA ATCTAAACGA 
MEL7 promoter , _> 



Fig. 3A 



TCGKATACCA AAICTAAAT3 ATCATGTACC AAATATATTA T3CACATTGT TGGCAGGGTG GTTGACGGAA CATTTTGTAT 
mft.7 promoter > 



ATITICTATT ATGGGTTTGT AGAATTTTTT CATTTTCGAA ATIGTICTAT ACAATATAAA TATAAATATT TTACCACTTC 
MEL7 promoter > 



GTTATATTTT CGAAAAGACC CCTIAAATAA ATTGAATTCG CATATAATTA AAAl'l'l'lTlC CCAAAAAAAG TAGACTATGT 
JYEL7 promoter > 



CTATCTAAAA ATTTGATICC CAATATAGAA CAAATTCTCA AAAIGAACAA ACATTTGAAA TTCTCGATAT AGAAAACATT 
MEL7 promoter > 



TACTTATTTT GAATTGGGAC ATATTCCAAA GTTTATTCCA AACGTAACTT 1GAAGGAAAA GTTGATTGAG ATTACATCCA 
MEL7 promoter > 



TATTTTTGTT TTICATATIG AATTTCATGG AAAATTAAAA TGCACACAAA ATGATGTATG AGATTAAACC AAAGTTTA1C 
MEL7 promoter > 



GTTATTGAAT TCTTTTATTA AAAAAGCAAC AAAATTTTAA AACTTGTTTG CAATAGAGCA ATATAGTTAA TGCATCGTGG 
MEL7 prcmoter > 



TCTATTGTAG ATAAATTGTA ATATTITGTT ATATTTAATA AATATTTTGA TITATTTTGA TATATTTGTA TTIAGATAAC 
MEL7 promoter > 

-309 -299 -289 -279 -269 -259 -249 -239 

AAAATTAAGA TTTAAATATT ATTTTATATC TTAATATAAA CATTTGTTAA TITTTTCTAT TTTAGACCAT TTCTCTTATT 
MEL7 promoter > 



TTTATATAAC ATTTTAATAA CTAAATGATG TGACACACAC TAATATTATT TTTATGCAAA GAAAATAATG CTATAAAATA 
MEL7 promoter > 



Fig. 3B 



TGGGTCTICT TTATCACCTT CATGATAATT ATGAAAAATA AAATAAAATT TAATTATATA ATTCATTTCA TCTAATCGEA 
MEL7 prcmoter > 



CAAGCTAGAT ATTACTATAT CAACAACTTT GT GTATAAAA AGGGCAAGAA ATTAAGCATT ATCGTCTGAG CCACI'l'l'i'lC 
MEL7 promoter > 



Mel7 translational start site 
| <cirCtruNcoSt 
I I 
12 22 32 42 j 52 

I* I * 

TATATCTAGA GATAGAAGGT TTAAAATCAT GTCTCTAA.TT GGAAAGCTTG TGAGT 
TTCCA AArrri qGTA Cc GAGAgTAA CCTTTCG 
-Ncol- 

MEL7 promoter > 

MEL.7 cds > 



Fig. 3C 



NEB 1233 
I 

-2158 -2148 -2138 -2128 -2118 -2108 -2098 -2088 

TIGTGTCGAA TTGT GAGCGG ATMCAATTT CACACAGGAA ACAGCTATGA CX^ATGATTAC GCCAAGCTTG GTACCGAGCT 

PCR2.1 > 

Lac promoter > 

-2078 -2068 -2058 -2048 -2038 -2028 -2018 -2008 

CGGATC CACT AGTA AOGGCC GCCAGTGTGC TGGAATTCGG CTIACTATAG GGCACGCGTG GTCGACGGCC CX3GGCT3GTC 
-Spel— 

pCR2.1 > 

GenameWalker Adaptor > 



CAATCACCX3A ACATCATGTT ATGTAGGIGT CGGGAGATGC TACCTATCTG CTGATGTTGG r . 
MEL2 protioter 



TCTCTTGACT TTTTAGTTGT TGCATCTAGA GATCICCTCT ATTATTTTGA CACCTTTTCT TCIGACGGIG TAGAGCAACA 
MEL2 promoter > 



CAAAAAAATC TIGAATTTCT ATTAATGGAA TGAGCTATAT CTATACAAAT TGGAACCATA TCACAAATTA AGAAGATTOC 
MEL2 prariDter > 



TTTCTGAATA TTATGCAATA GAAATACICA CCAGGTGTAA TGATGCACCT TATAGAGAAA ACTTCGACGA ACAAGAGACG 
MEL2 protioter > 



GCTACTAAGT TTTA3TAGAA TGGGTATTTC TGACCTACTA TGTTTCAGGA TGCGAGGATC TTCATGGTCA ATTGTCACOG 
MEL2 promoter > 



ATGGTGGAGA ACTGAAAATA TTTCCCATCT CAATGAAATA CTAA&ACAAC ATATCTTAGA GGTTGAACTA TTTGATATCT 
MEL2 promoter > 



AGGGAATACA TTTEATGGGA CCGTTTTCTA GTTGTTCCGG CAAACACGCA TTCGAGACGG GACGTTCATG TCX3CATACCA 
MEL2 promoter > 



Fig. 4A 



-1438 -1428 -1418 -1408 -1398 -1388 -1378 -1368 

CGGAGGATCC GCATGTAAGC TATOCAAGCA ATACTTCTAC CCiTlTlGTC TICTTTAATA ATATATTTTT TACTTACTAA 
MEL2 promoter > 



GATAGTTTCT AAATTTGTTG TAGAATCGAA TGCTGGAACT TCAGTQCTAG CTTACCTCAG TGGGTACTTA GCCACTCTCT 
MEL2 prcmoter > 



GGGGACAAGA TAIGCGAGAT QGCGTTGGAT AGACGATTGG ACTACTCAAA AGGCCTIGGT TGGGGACCTA AGTCTAGGGC 
MEL2 prcmoter > 



CCACAAGACG GCCAGTGTGA GTAGTTCCAC GACCTCATGT TIGTAGTCCA CGGTAGAGCT CCAATTATGG ACTAAGCTTC 
MEL2 promoter > 



ATCAAGCTGT GCAACGGATT GAAGAACAAA CAAGAAATCA CGATGCGTTA GCTTCAAAAG TGGAATGAAT GTGAAAGTTC 
MEL2 promoter > 



ATAGAAGACA TGAGTCGGGC ACAGTAAGGA CCACAACATT ATCTTTAGCT TTGCGATACG TATANNTATT TCCATTATTC 
MEL2 promoter ; 



TrAAGTTTTT GAATTACAGr ATTCAGTGAT GATATCCATA TATATGTACC A?y\CGTAGCC ACTTTTGTAT AATTGTAGGA 
MEL2 promoter > 



? AGAAIGGCAT ATGAGGCTCG TTAAAAGACA TACGATTTTC TTTGTGCTTT TTTTAACGAG GAATATTTTT 
M EL2 promoter. > 



TATITGTATr ATGAACTTTA TTACATTTCT TGAATTTCTT TGTATTATGA AGATTTAATT TITlGTTGAA TITTTGTTTG 
MEL2 promoter > 



TATTTTGTAA TTTACTAATT TATTTTAAAT TTTCTTTAAT TGAATCGATA ACGAATGCAA ATATTTTACG AAAAAAACTT 
MEL2 promoter > 



Fig. 4B 



ATAGGAAAAT ATTTCAAAAA AATAAAAAAT TACATATTTA AAATATITTT G3ACGCATTA CATATGTQGA AAATATGGIG 
MEL2 praroter > 



CAAACATCAC ATCGGGGATG GTTATTACCG ACGCATGAAT GACACGGAAT ATATAAACGT AAGGAATAGT TATICCTGAC 
MEL2 prcmoter > 



GCATAACTGC TCTCGGAACT GTGGAAGTTA GTTCTCGACA TTATTAACAC TTACGTCGAC GTTTTTATGC ATOGGGAGIC 

MEL2 promoter > 



GCICCACTIC TTGTAGTGAA GAAATTTTGC CTATAATGTC GGTTTAAAAC CGACATIAAA GGCCAAATTT CTTCTAGTGC 

MEL2 promoter_ 



_Iitperf ect inverted repeat_ 



-318 -308 -298 -288 -278 -268 -258 -248 

ATAATCAATA TMCAAAAGTT CAATICCAAA AATTACATTT CICTAGAAAT TCCGTGIGAA CAATTGTCAT AAAGGTTTTA 
MEL2 prcmoter. > 



AGTGAATTGA. AAATTTCAAA ACGTnAATTGG ATTAAGCGAG AAAATTATTT TAATCACCAT TCAAAAGTTA TTAACAATGA 
MEL2 promoter > 

-158 -148 -138 -128 -118 -108 -98 -88 

AAAATATGGA AGATAAGATT TCAAAATTAC GTAATTTACT TCTACGTTTC TITCITICCC CTTTAGTAAC TTCACTCATA 
MEL2 promoter > 

TATA box 

| -78 -68 -58 -48 -38 -28 -18 -8 

TCT TTATATA C GTTCCATCC CTTCACATTC TCATACAAAA TTCTCTTTCA ATATCAACTC TCCTXTPCTTA ACTCACCCTT 
MEL2 prcmDter > 

MEL2 trans lational start site 
| <MEL2_Nco_R 
13 13 | 

| 

TTTTCAAATG G&AACAATGC AAAC 
AAA GggTAC C TTTGTTACG TTTG 
-Ncol— 

pro 

MEL2 cds 



Fig. 4C 
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Fig. 5C 



Fig. 5D 



TGGAATTGTG AGOGGATAAC A&TTICACAC AGGA AACAGC TATGACCATG ATTACGCCAA GCTTCGTACC GAGCT CGGAT 

BarriHI> 

pCR2.1 > 



_Lac promoter_ 



CCACTAGTAA CGGCCGCCAG TGTGCTGGAA TICGGCTTAC TATAGGGCAC GCGTGGTCGA CGGCCCGGGC TGGTAAATTT 

PCR2.1 

GenomeWalker Adaptor > 



TGAAAAGTTA GGAGATATTT TTTACATATA AGAGATATTT TTTATAATGT AACATTTTTT TTACTAGACG GTIGAGTCGA 
6E melon genomic ENA > 



GTTAGGTTAA AGAAAGGAAA ACTATAAAAT AATI'ITIAAT TATTAAATAC ATAAACAATA CITTGTATTC TATATTAATT 
6E melon genomic ENA > 



AAAATGACTA TTGAATTGTT AAGATGTAGG TATCTAAGGA CAAGAA3TCT CGAGTTCAAA TCTTCAACCT CAAAA.TATAC 
6E melon genomic ENA > 



TGCAAGATAG TAACTAATGA ATTATATTIG ACTAAAICAT GTAGCAAAAG AAAATCAAAT TTATCATGTT AAATATGGTC 
6E melon genomic EJNIA > 



AAGCCGGAGC ATTAACAACA ACAATTCATA TTTGIGGTTG ATAGTACTTG ACTAGAATTT AGAGAGTACT TGACTAGAAT 
6E melon genomic ENA > 



AAAAATTGGG GGACCCACTA CGAOGTCAGC TTGCCTTGCT TAGCAATTAA GCTATCACCT CTTAGTCTAT AGCTTCGTGC 
6E melon genomic ENA > 



Fig. 6A 



GCTGCATTAA ACQGTATTCT CACACl'I'ITC TTTTCITITT ACCGCACCCG 1CCGGTTAA.T GGCTCCCCCA Crri'l'lACCT 

6E melon genomic EWA > 



TGCCCGAATC CACX3CCAGTT GCCAACATGC GAAGCAGCAA GTACAATATT GTCATTITGC ATIAACCAAA ATGACACGIC 
6E melon genomic ENA _> 



-168 -158 -148 -138 -128 -118 -108 -98 

GGATGrCATT TATGTAATTA AGCTACAAAG CCACQGTTAG TTTCCGAACC CCCACGATCC AGTACTTACG TGTCTCCTAT 
_6E melon genomic ESXIA > 

-88 -78 -68 -58 -48 -38 -28 -18 

AAATCTTAGA AGCAACGTCT TTACCGGAAT CAACTCATTA GGTATCCCAT TTTCATCTAT CAATTCACCC TTGAAACTGC 
6E melon genomic ENA > 

6E translational start site 
I 

<6EMelNcoP 
-8 1 3 | 

TTTTCCCGGC ACGGACT ATG GCC TC 
AAAAGGGCCG aGGC TGg TAC C GG A 

— Ncol— 
6E melon genomic ENA 



Fig. 6B 



-2442 -2432 -2422 -2412 -2402 -2392 -2382 -2372 

AAGCTT GCAT GCCT3CAGGT CGACICTAGA TCAATCAAAC ATTTATTIAA ATAGAACGTT TTAGTGGTTT TTGGATTTTA 
-Hind3 

pUC-19 > 

2F melon genomic ENA > 

-2362 -2352 -2342 -2332 -2322 -2312 -2302 -2292 

TITATCTTTT TTATTATTTA CATICAATTT AGATTTAACT CTTGCAGAAG ATGGAGGAAG AGAATTTTTA GAAA1TCAAC 
2F melon genomic EWA > 



TGAAATAGAC TTAATTATTA AAAATCAAAA GAAAAATGGT GCCAACAAAG GTGACTAAGA GTGTAATGAA TTGGAATTAG 
2F melon genomic ESS1A > 



? CTGTATAGAT ATAATIGATG TTTTCCTTAA CITTATTTTT ATGGTGGTTA TTTATTAATA ACIGAATTTT 
2F melon genomic DMA > 



TAAGAGTTCT TTTAATAAOC AAATGTTATA GGATTCAATT GATTGTTTTA 1GAGATTAGG CAAACACTTT ATATTGGAGA 
2F melon genomic DMA > 



AATAATTTAG TGTAGAAAGT AATTTTCATT TT3GATTGTT TAGATGAACA TCAAATCTTG CAACAACATT CAGTTAAGTA 

2F melon genomic ENA > 



TATATAAATA TATAGAGOGA CCAACCICAA ATACAATATC TTCGGAAGCA AAATATTATA GATAATAT3G AAAGAAGAGT 
2F melon genomic ENA > 



AGTACTGGTA CATGAATCTT ACGAAGAATT TAAGTATTAT TGGCTTTTCC AATGCAGAAG TCTCAACAAA TCACMTTTA 
2F melon genomic ENA > 



AAAACCGATT GAATAAACAT GCAAGTAAGA CTTTTGAAAA AACAAGCATT CAAACCICAT ATCAATTATC TCTATATGCA 
2F melon genomic ENA > 



AAATGTTAGG TCAAATGAGT AATGAAATTA AGGACAAATC AACTAAAAAG AATCAATAAA GTGAATCGAA AAGAAACAAA 
2F melon genomic ENA > 



Fig. 7A 



TATCAATCAA ACCTAATGTA TACGTGATTG ATGATGCAGT GTGTTTTGAG ATAT3GACAT TTIGATAAAC AACAAACCTC 
2F melon genomic ENA ___> 



CACTCCAATA CGAGAAGAGA GGCATTGAGT GACAGATTAG TGCCCTATTG AAGAGGGTAA GTCCAAAACA AAACAAACAC 
2F melon genomic ENA > 



AAAACATGGT GAAGAAATGT TATGAATAAA TGGCAGGGAA AGACATGGTT GTACATGTGG TGTGAGTTTT CTICTTTCAA 
2F melon genomic ENA > 



ATCTGTGAAT AAATTGGATT ACGACGCAAC AAGAGAAACA CTGTTIGGAA ACCATGACAG GGCTAC CCCA TGG CGTGAAT 

-Ncol — 

2F melon genomic ENA > 



ATCAAGTATT TAATTAATTA AGCTCTCATC CCCGCCATTC Gl'l'l'l'l'l'lAT TCGATTCATA TCTTATATTT TATATACGAA 
2F melon genomic ENZV > 



TAATTCTTGA GTITGATTTC AATTTAGTTC GTCAATAGTA ATATTTTAAA CTATGTTAAT ATATAAAAAG TAAATGCGAA 
2F melon genomic ENA > 



TGATTCTATT AGTATTCACT TTATATGACT CCTTCTTAGA GTAAAGITTT TAAAGTGGGA AGGGAAATCG AATACGACGT 
2F melon genomic ENA > 



GTCATTGGTA GTTAAATTTC CTTATCGACG AGGTTACTGT TTCCTTACTT ATATATATGG ACTtATCCTC AATITTTCAA 
2F melon genomic ENA > 



CICICAACTT CCAATTATAC AAGCAAAACA TICAATACCA TACATGCATC TTTTTAGAAA GAAAAGAAGT TCICTCTTGG 
2F melon genomic ENA > 

-922 -912 -902 -892 -882 -872 -862 -852 

ACITTTTTTT TCAATICAAC TATGCACCTT TGTTATTTTA GTTTTATAAT TTTIGTTGTT TCTICCGTTT AATCAAGTIG 
2F melon genomic ENA > 



Fig. 7B 



TTCTAATCAA CTITATTGAT TCAAACACAT AGATATTTTG TTTAATAGTA TCAGTATATA ATAGGGTTAG AATAACCTTT 
2F melon genomic ENA > 

-762 -752 -742 -732 -722 -712 -702 -692 

CAAATATGTG TTTTTAAAAA AICAAATCAC TTTAAAAATT AAAATATGTT TAATTAGTGT ATCTTTTICT TTTTAAGTAT 
2F melon genomic ENA > 



TAAACCACGA TAAAAAGTGC TTTAACACTT ATAAAAAATT AGATTAATTT AAAGGAAGTT GTCTSAACGG CAAAATT3AC 
2F melon genomic ENA > 



AAAATATAAC AAAGTITAAT GAACATTGTT CGAAATGTTT CGAAGAGGAA AGAAAACATT AAGTTTGAAA TA1CTCGAGT 
2F melon genomic ENA > 



TAAATACATA TCATCCCATA GTAATATATA ACAAAACAAA CTTAAATCTG AAAAAAAAAT TGATGTTAAT AAGAAAAAGA 
2F melon genomic ENA > 



GATCAAACTC TTAATTTTTT AAAAAAATAA TGGTGAAAAA AACTGAAAAT TTTCCAATAT T3TTTAATTT CAAATTGATC 
2F melon genomic ENA_ > 



CAAAAATTAA AGTTAAAAAA GCATTAAACA AAACAATTCA AAACCTAGCT ACTACACATT TACGAAAATA TATCATACAC 
2F melon genomic ENA > 



AAAGGATTTT TGGGIGTAAA CATCTTTTTT ATTTTATATA CACCAAACTT Q3TATATATT CACACATAAA GAM3GAAAAA 
2F melon genomic ENA > 



GAA.TTAATGC AAGGGTGTGG CCAATTACGT ACCGTCGTCA TATCCTACTC ATCCGTTACG TTCTCAAATC 1 
2F melon genomic ENA 



CCTCCTCTCC TAATTATTTC TGCCAGCGAC CATATTTCAT TITCAATTGT GTGTTTAAAA AGCCGAGAAT CGCAATCCTT 
2F melon genomic ENA > 

Translational start site 
-42 -32 -22 -12 -2 | 

* | 

TTICCTCCAC TCITAATTCA TTTCCAATTC ACAAAAAT A G GATGC GCC AC CATGG 

-BamHI- -Ncol- 

2F melon genomic ENA > 



Fig. 7C 
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